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SEQUENCE LISTING 

1 (1) GENERAL INFORMATION: 

2 (i) APPLICANT: Tartaglia, Louis A. 

3 Weng, Xun 

4 (ii) TITLE OF INVENTION: NUCLEIC ACID MOLECULES ENCODING 

5 GLUTEX AND USES THEREOF 

6 (iii) NUMBER OF SEQUENCES: 10 

7 (iv) CORRESPONDENCE ADDRESS: 

8 (A) ADDRESSEE: Fish & Richardson P.C. 

9 (B) STREET: 225 Franklin Street 

10 (C) CITY: Boston 

11 (D) STATE: MA 

12 (E) COUNTRY: USA 

13 (F) ZIP: 02110-2804 

14 (V) COMPUTER READABLE FORM: 

15 (A) MEDIUM TYPE: Diskette 

16 (B) COMPUTER: IBM Compatible 

17 (C) OPERATING SYSTEM: Windows95 

18 (D) SOFTWARE: FastSEQ for Windows Version 2,0 

19 (vi) CURRENT APPLICATION DATA: 
C--> 20 (A) APPLICATION NUMBER: US/09/981,947 
C--> 21 (B) FILING DATE: 18-Oct-2001 

22 (vii) PRIOR APPLICATION DATA: 

23 (A) APPLICATION NUMBER: 09/610,417 

24 (B) FILING DATE: 

25 (viii) ATTORNEY/AGENT INFORMATION: 

26 (A) NAME: Meiklejohn, Ph.D., Anita L. 

27 (B) REGISTRATION NUMBER: 35,283 

28 (C) REFERENCE/DOCKET NUMBER: 07334/072002 

29 (ix) TELECOMMUNICATION INFORMATION: 

30 (A) TELEPHONE: 617/542-5070 

31 (B) TELEFAX: 617/542-8906 

32 (C) TELEX: 200154 

33 (2) INFORMATION FOR SEQ ID NO : 1: 

34 (i) SEQUENCE CHARACTERISTICS: 

35 (A) LENGTH: 2343 base pairs 

36 (B) TYPE: nucleic acid 

37 (C) STRANDEDNESS : single 

38 (D) TOPOLOGY: linear 

39 (ii) MOLECULE TYPE: cDNA 
4 0 (ix) FEATURE: 

41 (A) NAME/KEY: Coding Sequence 

42 (B) LOCATION: 73... 1761 
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4 J 


(xi) SEQUENCE 


DESCRIPTION 


: SEQ ID 


NO: 


1: 
















A A 


TCGACCCACG CGTCCGGCCT TGGCAGAGTC TGGGGTCCCT 


GGACTGAGCC ATCAGCTGGG 


fin 




TCACTGAGAC CC ATG GCA AGG AAA CAA AAT AGG AAT TCC AAG GAA CTG GGC 


111 
XXX 


4o 








Met Ala Arg Lys Gin Asn Arg Asn Ser Lys Glu Leu Gly 




A 1 

4 / 










X 
















10 








A Q 

4 o 




V3 J. J. 


V— V— V— 


V.^ X V_ 




vjriX 


nA r* 


A rr* 




pa p 


ppp 




CCT 


CCA 


CCC 




1 


A Q 

4 y 


Leu 


V a i 


It X U 


Leu 




A o 




± lix 


OCX 






Gly 


Pro 


Pro 


Gly 


Pro 




ou 




15 
































ol 


CC.C. 






CX o 


C X^J 


(jAo 


Xvj X 


CAC 


CAC 


PT*P 
CXC 


APP 
ACC 


APT" 
ACX 


CCC 


c^c 


PP A 

eeA 


ppip 
ccx 


Z\J / 


c o 
DZ 




Arg^ 


Ala 

Axa 


Leu 


Leu 




Cys 


Asp 


riXo 


Leu 


Arg 


OCX 


C'\ V 
vjx y 


V CI X 


"D v /-N 


C'\ \T 

vj j.y 




Do 


'\C\ 
J u 




















ft u 










** 




04 




t\.\j\j 




A A 


A A 


^jAC 


XCC 


rncc 
X CC 


XCC 


TPP 


PTP 

e X e 


PTiP 

exe 


C^C 


fZPP 


rncc 

X ee 


PTP 

exe 


zoo 


55 




Arg 


Ar 9^ 


Arg 


Lys 


Asp 


Trp 


Ser 


Cys 


Ser 


Leu 


Leu 


17a 1 

vax 


Ala 

Axa 


Ser 


Leu 




Ob 










ou 










DO 










D u 






0 / 








rnm 
X X C 


(jvjC 


XCC 


rncc 
XCC 


X XC 


CXC 


TIA C 

X AC 


CCC 

CCC 


X AC 


A A P 
AAe 


erne 

exvj 


X CC 


PTP 
CXC 


o u o 


c o 
DO 






Ala 

Axa 


Vi ^ 

fne 


CjXy 


Ser 


Ser 


T3 Vi /=• 


Leu 


Tyr 


C'\ 

cxy 


Tyr 


Asn 


Leu 


Ser 


\7a 1 

vax 












b 0 










/ u 


















60 


GTG 


AAT 




CCC 


ACC 


CCG 


TAC 


ATC 


AAG 


GCC 


TTT 


TAC 


A A m 
AAX 


PAP 


rncTK. 

ICA 


iCC 


^oX 


61 


vax 


Asn 


Axa 


Pro 


Thr 


Pro 


Tyr 


T 1 £i 

xxe 


Lys 


Ala 

Axa 


xriie 


Tyr 


Asn 


Pin 
^XU 


Ser 


Trp 




62 
















O D 










QO 










63 




A A 


A 


/^A m 
CAX 


VjCjjA 


CCjX 


CCA 


A rpA 
AXA 


c 

CAC 


CCT^ 

CCA 


CT\. C 

CAC 


A CfT^ 

ACX 


PTP 


A prp 
Ae X 


erne 
CXC 


CXC 


O O Ci 

jy y 


64 




Arg 


Arg" 


rlXS 


vjxy 


Arg 


Pro 


T 1 ia 

xxe 


Asp 


Pro 


Asp 


Thr 


Leu 


X IIX 


Leu 


Leu 




65 




Q 

y D 










inn 
X U U 










X u o 












66 






(j XVj 


ACX 


CjXCj 


XCC 


A rpA 
AXA 


xxe 


CCC 

CCC 


A n^c 
AX C 


CC X 


CCA 


crnm 


C^C 


CCC 


A PP 

Aevj 


A A '7 

4 4/ 


6 / 


Trp 


Ser 


vax 


X IIX 


V dJ- 


ocrX 


X X 




A1 a 
r\X d 


Tl (=> 
xxe? 


V:tX y 




Leu 


1 

V Cl X 


c^ \T 


X liX 




^ o 

DO 


JL X U 










XX D 










10 0 
X Z U 










X z o 




by 


rprp A 


A rpm 


X v» 


A A 


AXL» 


AX X 




A Ar* 

AAvj 


VjX X 


ex X 


CCC 


A PP 


A AC 


PAP 


A PT 
rie X 


X XVj 


A Q R 

4 y o 


/ U 


Leu 




V aX 


Lys 


M^a-I- 

jYie u 


xxe 


C'\ \r 

\jxy 


Lys 


\7a 1 

vax 


Leu 


P 1 \r 

oxy 


Arg 


Lys 


fl X o 


X llX 


Leu 




"7 1 










X o u 










X J o 










X *t u 






/ z 


^_ 1 Vj 




A A rn 


A A 
AH X 


CCC 


TTT 


CCA 


A T'T' 
AX X 


XCX 


PPT^ 


PP A 

eeA 


rnrnc 

X XV7 


PTn 

X V7 


f\ X 


ppp 


TPP 

xee 


R A 1 
04 J 




Leu 




Asn 


As n 


j.y 


rr Ilo 


Ala 


X X C 


Ser 


Al a 
nX ai 


Ala 

M,X O, 


Leu 


Leu 


Met 


r\. X d 


v^y o 




/ 4 








1 A R 










1 

J. u 










1 

J. ^ ^ 








/ 0 






par; 








TTT 


P A A 
VjAA 


A TP 
AXVj 


PTIP 

ex e 


AX X 


PTip 
V7 XVj 


CCA 


CCC 


xxe 


ATP 

Axe 


RQI 
O Z? X 


/ b 


C £a v 

oer 


Leu 


r 1 n 


Ala 


Gly 


Ala 


Phe 


Glu 


Met 


Leu 


He 


Val 


Gly 


Arg 


Pne 


IXe 










160 










165 










170 










/ o 


ATG 


GGC 


ATA 


GAT 


GGA 


GGC 


GTC 


GCC 


CTC 


AGT 


GTG 


CTC 


CCC 


ATG 


TAC 


CTC 


C "5 Q 

b o y 


/y 


Met 


Gly 


He 


Asp 


Gly 


Gly 


Val 


Ala 


Leu 


Ser 


Val 


Leu 


Pro 


Met 


Tyr 


Leu 




80 




175 










180 










185 












81 


AGT 


GAG 


ATC 


TCA 


CCC 


AAG 


GAG 


ATC 


CGT 


GGC 


TCT 


CTG 


GGG 


CAG 


GTG 


ACT 


687 


82 


Ser 


Glu 


He 


Ser 


Pro 


Lys 


Glu 


He 


Arg 


Gly 


Ser 


Leu 


Gly 


Gin 


Val 


Thr 




83 


190 










195 










200 










205 




84 


GCC 


ATC 


TTT 


ATC 


TGC 


ATT 


GGC 


GTG 


TTC 


ACT 


GGG 


CAG 


CTT 


CTG 


GGC 


CTG 


735 


85 


Ala 


He 


Phe 


He 


Cys 


He 


Gly 


Val. 


Phe 


Thr 


Gly 


Gin 


Leu 


Leu 


Gly 


Leu 




86 










210 










215 










220 






87 


CCC 


GAG 


CTG 


CTG 


GGA 


AAG 


GAG 


AGT 


ACC 


TGG 


CCA 


TAC 


CTG 


TTT 


GGA 


GTG 


783 


88 


Pro 


Glu 


.Leu 


Leu 


Gly 


Lys 


Glu 


Ser 


Thr 


Trp 


Pro 


Tyr 


Leu 


Phe 


Gly 


Val 




89 








225 










230 










235 








90 


ATT 


GTG 


GTC 


CCT 


GCC 


GTT 


GTC 


CAG 


CTG 


CTG 


AGC 


CTT 


CCC 


TTT 


CTC 


CCG 


831 


91 


He 


Val 


Val 


Pro 


Ala 


Val 


Val 


Gin 


Leu 


Leu 


Ser 


Leu 


Pro 


Phe 


Leu 


Pro 
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Q O 




240 








245 








250 










93 


GAC AGC ,CCA CGC TAG CTG CTC TTG GAG AAG CAC AAC GAG GCA AGA GCT 


0 f y 


94 


Asp Ser ] 


Pro Arg Tyr Leu Leu Leu Glu Lys His Asn Glu Ala Arg Ala 




9 D 


255 








260 








265 












95 


GTG AAA GCC TTC CAA ACG TTC TTG GGT AAA GCA GAC GTT TCC CAA GAG 


/ 


ft 

97 


Val Lys Ala Phe Gin Thr 1 


Phe Leu Gly Lys Ala Asp Val Ser Gin Glu 




9o 


270 








275 








280 








285 




99 


GTA GAG GAG GTC CTG GCT GAG AGC CAC GTG CAG AGG AGC ATC CGC CTG 


Q7 R 


100 


vai 


r* 1 11 
\j± u 


Pin 
ol U 


vai 


Leu 


Ala 

A±a 


VjX u 


Ser 


nxs 


Va 1 
V aX 


V7XI1 


Arg 


OCX 


X X c 


Arg 


T.oi 1 




101 










z^v 










*5 Q 
Z J? D 










no 






T ft 

102 




J. ^L. 












A r* A 






rpA n 
XrVV— 


Vjr X W 


PPP 






X \J 




103 


vai 


Ser 


vai 


Leu 


tjlU 


Leu 


Leu 


Arg 


Ala 

Aia 


Pro 


Tyr 


Via 1 
V aX 


Arg 


xrp 


Pin 
^7X Ll 


V;3 1 
V dX 




104 








O A C 

3 U O 










31 U 










"Sic: 
O X O 








105 




TV 

AL-C 




A rpm 
All 


1 


AL-L- 


A 

AHj 




lot- 


X AL- 


A P 


PTP 


X^J X 


PPP 


PTP 


A Am 
X 


1 n7 1 

XU / X 


106 


vai 


Thr 


vai 


lie 


vai 


Thr 


ne u 


Ala 

Axa 


Cys 


Tyr 


r"! n 

\jxn 


Leu 


Cys 


P 1 


Leu 


Asn 




107 






Q ft A 

o2U 










3 z D 










-3 O u 










lOo 




Ail 




± 1 


rp A rp 
1 A J. 


A cr^ 


A A 
AAV- 


Ar'r^ 
AVjC- 


A TT' 
AX V- 


TTT 




A A 
AAr\ 


rzPT" 

VjV^X 


(ZCZ(Z 


ATP 


PPT 


1 1 1 Q 
X X X ^ 


109 


Ala 


lie 


Trp 


irne 


Tyr 


Thr 


Asn 


Ser 


T 1 i=> 

lie 


Jriie 


^jxy 


Lys 


Ala 

Axa 


Pi \7 


Tl 

XXc 


Pro 




110 




"3 1 Q 
3 3 O 










"5 A n 










A R 
J ft o 












111 




(jL-A 


AAVj 


A rn/~* 
A 


\— L-A 


J. AL' 




Apr* 










exec 


ATP 




APT 


X X D / 


112 


Pro 


A± a 


Lys 




Pro 


Tyr 




Thr 


Leu 




J. liX 


\J X jr 




Tl fa 
X X c 


VJ X Ll 


X ixx 




113 


jDKJ 










R ^ 

ODD 










o o u 










365 




114 


1 Hj 








1 IL, 


rp/^rp 




X XVjT 




A rnm 
A X X 


nap 


PAP 


PTP 






AfiA 


1 01 R 
X Z X o 


115 


Leu 


Ala 


Ala 


vai 


Fne 


Ser 


vjiy 


Leu 


\7a 1 

va X 


T 1 c» 

X xe 


Pill 

VjX U 


nxs 


Leu 


Pi 


Arg 


Arg 




116 










J / u 










o t D 
















117 






CI 


A rrim 
A± ± 




err* 


mrprp 




V-X N- 


ATT! 


CICC 


PTP 


TTP 


mmnn 
XXX 




APP 


1 0 


118 


Pro 


Leu 


Leu 


lie 


(jiy 


/"Tit 

vjiy 


fne 


1 TT 

vjxy 


Leu 


we u 


P 1 


Leu 


rne 


xriie 


P 1 -w 

VjX y 


Thr 




119 








'a Q R 
3 tJ O 










1 Q O 

J y u 










0 O 








T ft A 

120 


L-lv- 




AlU 


A r*r* 
AL-^j 






Xo 








PPP 


PPP 


X V7Vj 


PTP 


PPP 


TAP 


1 "^1 1 

X O X X 


T ft 1 

121 


Leu 


Thr 


lie 


Thr 


Leu 


Thr 


Leu 


Gin 


Asp 


His 


TV 1 ^ 

Ala 


Pro 


Trp 


val 


Pro 


Tyr 




T ft ft 

±22 






400 










405 










410 










T ft O 

12 3 


CTG 


AGT 


ATC 


GTG 


GGC 


ATT 


CTG 


GCC 


ATC 


ATC 


GCC 


TCT 


TTC 


TGC 


AGT 


GGG 


1 7 Q 


T ft >l 

lz4 


Leu 


Ser 


He 


Val 


Gly 


He 


Leu 


Ala 


He 


He 


Ala 


Ser 


Phe 


Cys 


Ser 


Gly 




T ft C 

12p 




415 










420 










425 












126 


CCA 


GGT 


GGC 


ATC 


CCG 


TTC 


ATC 


TTG 


ACT 


GGT 


GAG 


TTC 


TTC 


CAG 


CAA 


TCT 


1 4 U / 


127 


Pro 


Gly 


Gly 


He 


Pro 


Phe 


He 


Leu 


Thr 


Gly 


Glu 


Phe 


Phe 


Gin 


Gin 


Ser 




T ft Q 
1^ O 


430 










435 










440 










445 




129 


CAG 


CGG 


CCG 


GCT 


GCC 


TTC 


ATC 


ATT 


GCA 


GGC 


ACC 


GTC 


AAC 


TGG 


CTC 


TCC 


14 oo 


130 


Gin 


Arg 


Pro 


Ala 


Ala 


Phe 


He 


He 


Ala 


Gly 


Thr 


Val 


Asn 


Trp 


Leu 


Ser 




131 










450 










455 










460 






132 


AAC 


TTT 


GCT 


GTT 


GGG 


CTC 


CTC 


TTC 


CCA 


TTC 


ATT 


CAG 


AAA 


AGT 


CTG 


GAC 


1503 


133 


Asn 


Phe 


Ala 


Val 


Gly 


Leu 


Leu 


Phe 


Pro 


Phe 


He 


Gin 


Lys 


Ser 


Leu 


Asp 




134 








465 










470 










475 








135 


ACC 


TAC 


TGT 


TTC 


CTA 


GTC 


TTT 


GCT 


ACA 


ATT 


TGT 


ATC 


ACA 


GGT 


GCT 


ATC 


1551 


136 


Thr 


Tyr 


Cys 


Phe 


Leu 


Val 


Phe 


Ala 


Thr 


He 


Cys 


He 


Thr 


Gly 


Ala 


He 




137 






480 










485 










490 










138 


TAC 


CTG 


TAT 


TTT 


GTG 


CTG 


CCT 


GAG 


ACC 


AAA 


AAC 


AGA 


ACC 


TAT 


GCA 


GAA 


1599 


139 


Tyr 


Leu 


Tyr 


Phe 


Val 


Leu 


Pro 


Glu 


Thr 


Lys 


Asn 


Arg 


Thr 


Tyr 


Ala 


Glu 




140 




495 










500 










505 
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1 A 1 










TTT 




AAA 


AGG 


AAC 


AAA GCA 


TAG 


CCA 


CCA 


GAA 


GAG 


1 fid? 




He 


Ser 


Gin 


Ala 


Phe 


Ser 


Lys 


Arg 


Asn 


Lys Ala 


Tyr 


Pro 


Pro 


Glu 


Glu 




1 4 J 


510 










515 








520 










525 




1 y1 A 

J. 4 4 


AAA 


ATC 


GAC 


TCA 


GOT 


GTC 


ACT 


GAT 


GOT 


CCT GCT 


TCT 


TCT 


CCT 


TTC 


ACT 


J. O -7 ^ 


14 O 


Lys 


He 


Asp 


Ser 


Ala 


Val 


Thr 


Asp 


Ala 


Pro Ala 


Ser 


Ser 


Pro 


Phe 


Thr 




1 4 D 










530 










535 








54 0 






1 A 7 
14/ 


ACT 


CCG 


AAT 


ACA 


GCC 


TGG 


ATT 


CAA 


GCT 


GCC GCC 


ACC 


ACC 


ACC 


GCC 


ACC 


1743 


14 O 


Thr 


Pro 


Asn 


Thr 


Ala 


Trp 


He 


Gin 


Ala 


Ala Ala 


Thr 


Thr 


Thr 


Ala 


Thr 




1 A Q 

14 y 








54 5 










550 








555 








1 ou 


AAA 


AAA 


GAA 


CAC 


CCA 


TTG 


TAAACGGTCA TGTGGTATTT CCTCAACCTG GAATGACC 


1 7QQ 


J. O J- 


Lys 


Lys 


Glu 


His 


Pro 


Leu 






















1 






560 




























1 Do 


TTCCCCTATC TTCTTCTCCT GGAGAACACC AAGTCATGAT 


GTCAGACAAG AGCTTGGATT 


1859 


1 Oft 


TTGGAGACAT GGGTTTGAAT TCCAGTCATT CATTCTTTTA 


TTCAGCAAAT ATTTAACAAG 


1919 


1 OO 


TACTGACATG TCCCATATGT TGTTTTACCC ACTGGTTATA 


CAATGGGAGG ( 


SAGAGAGAGA 


1979 


1 OD 


GAGAGAGAGA GAGAGAGATG CTATTCTAAA AGCTTGAAGT 


CTAGGCTGTG < 


CACGGTGGCT 


2039 


± O / 


CACGCCTGTA ATCCCAGCAC TTTGGGAGGC CGAGGTGGGT 


GGATCGTGAG ( 


3TCAGGAGAT 


2099 


loo 


TGAGACCATC CTGGCTAACA TGGTGAAACT CCCTCTCTAC 


TAAAAATACA AAAAATTAGC 


Z -L Z7 


1 oy 


TGAGCATGGT GGCGGGCGCC TGTAGTCCCA GCTACTTGGG 


AGGCTGAGGC i 


fVGGAGAATGG 


Z Z J. 


IbU 


CGTGAACCCA GGAGGCGGAG CTTGCAGTGA GCCGAGATCA 


CACCACCACA i 


CTCCAGCCTG 


9 97Q 

Z Z / 27 


161 


GGTGACAGAG CCAGACTCCG TCTCAAAAAA AAAAAAAAAA 


AAAAAAAAAA AAAAGGGCGG 


z o J y 


ICO 

1 bz 


CCGC 




























9 A 
Z -J *x J 


1d4 ( Z ) 


INFORMATION FOR SEQ ID NO: 


; 2: 




















1 b D 


( i ) SEQUENCE 


CHARACTERISTICS; 




















iDO 




(A) 


LENGTH : 


563 


amino acids 


















lb/ 




(B) 


TYPE : amino 


acid 




















ICQ 

1 b o 




(D) 


TOPOLOGY: linear 




















1 CQ 

1 by 


(ii) MOLECULE 


TYPE : protein 




















1 / U 


(V) FRAGMENT 


TYPE : internal 




















1 71 
1/1 


(Xi) SEQUENCE 


DESCRIPTION: 


: SEQ ID 


NO: 


2: 














T 7 O 
1 / Z 


Met 


Ala 


Arg 


Lys 


Gin 


Asn 


Arg 


Asn 


Ser 


Lys Glu 


Leu . 


Gly 


Leu 


Val 


Pro 




1 7 "5 


1 








5 










10 








15 






1/4 


Leu 


Thr 


Asp 


Asp 


Thr 


Ser 


His 


Ala 


Gly 


Pro Pro Gly 


Pro 


Gly Arg 


Ala 




1 7 

I/O 








20 










25 








30 








1 / b 


Leu 


Leu 


Glu 


Cys 


Asp 


His 


Leu 


Arg 


Ser 


Gly Val 


Pro 


Gly 


Gly Arg 


Arg 




1 77 






35 










40 








45 










1 7ft 
I/O 


Arg 


Lys 


Asp 


Trp 


Ser 


Cys 


Ser 


Leu 


Leu 


Val Ala 


Ser 


Leu 


Ala 


Gly 


Ala 




1 7Q 
J. / y 




50 










55 








60 












180 


Phe 


Gly 


Ser 


Ser 


Phe 


Leu 


Tyr 


Gly 


Tyr 


Asn Leu 


Ser 


Val 


Val 


Asn 


Ala 




181 


65 










70 








75 










80 




182 


Pro 


Thr 


Pro 


Tyr 


He 


Lys 


Ala 


Phe 


Tyr 


Asn Glu 


Ser 


Trp 


Glu 


Arg 


Arg 




183 










85 










90 








95 






184 


His 


Gly 


Arg 


Pro 


He 


Asp 


Pro 


Asp 


Thr 


Leu Thr 


Leu 


Leu 


Trp 


Ser 


Val 




185 








100 










105 








110 








186 


Thr 


Val 


Ser 


He 


Phe 


Ala 


He 


Gly 


Gly 


Leu Val 


Gly 


Thr 


Leu 


He 


Val 




187 






115 










120 








125 










188 


Lys 


Met 


He 


Gly 


Lys 


Val 


Leu 


Gly 


Arg 


Lys His 


Thr 


Leu 


Leu 


Ala 


Asn 




189 




130 










135 








140 












190 


Asn 


Gly 


Phe 


Ala 


He 


Ser 


Ala 


Ala 


Leu 


Leu Met 


Ala 


Cys 


Ser 


Leu 


Gin 
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191 145 150 155 160 

192 Ala Gly Ala Phe Glu Met Leu lie Val Gly Arg Phelle Met Gly lie 

193 165 170 175 

194 Asp Gly Gly Val Ala Leu Ser Val Leu Pro Met Tyr Leu Ser Glu lie 

195 180 185 190 

196 Ser Pro Lys Glu lie Arg Gly Ser Leu Gly Gin Val Thr Ala lie Phe 

197 195 200 205 

198 lie Cys lie Gly Val Phe Thr Gly Gin Leu Leu Gly Leu Pro Glu Leu 

199 210 215 220 

200 Leu Gly Lys Glu Ser Thr Trp Pro Tyr Leu Phe Gly Val lie Val Val 

201 225 230 235 240 
2 02 Pro Ala Val Val Gin Leu Leu Ser Leu Pro Phe Leu Pro Asp Ser Pro 

203 245 250 255 

204 Arg Tyr Leu Leu Leu Glu Lys His Asn Glu Ala Arg Ala Val Lys Ala 

205 260 265 270 

206 Phe Gin Thr Phe Leu Gly Lys Ala Asp Val Ser Gin Glu Val Glu Glu 

207 275 280 285 

208 Val Leu Ala Glu Ser His Val Gin Arg Ser He Arg Leu Val Ser Val 

209 290 295 300 

210 Leu Glu Leu Leu Arg Ala Pro Tyr Val Arg Trp Gin Val Val Thr Val 

211 305 310 315 320 

212 He Val Thr Met Ala Cys Tyr Gin Leu Cys Gly Leu Asn Ala He Trp 

213 325 330 335 

214 Phe Tyr Thr Asn Ser He Phe Gly Lys Ala Gly He Pro Pro Ala Lys 

215 340 345 350 

216 He Pro Tyr Val Thr Leu Ser Thr Gly Gly He Glu Thr Leu Ala Ala 

217 355 360 365 

218 Val Phe Ser Gly Leu Val He Glu His Leu Gly Arg Arg Pro Leu Leu 

219 370 375 380 

220 He Gly Gly Phe Gly Leu Met Gly Leu Phe Phe Gly Thr Leu Thr He 

221 385 390 395 400 

222 Thr Leu Thr Leu Gin Asp His Ala Pro Trp Val Pro Tyr Leu Ser He 

223 405 410 415 

224 Val Gly He Leu Ala He He Ala Ser Phe Cys Ser Gly Pro Gly Gly 

225 420 425 430 

226 He Pro Phe He Leu Thr Gly Glu Phe Phe Gin Gin Ser Gin Arg Pro 

227 435 440 , 445 

228 Ala Ala Phe He He Ala Gly Thr Val Asn Trp Leu Ser Asn Phe Ala 

229 450 455 460 

2 30 Val Gly Leu Leu Phe Pro Phe He Gin Lys Ser Leu Asp Thr Tyr Cys 

231 465 470 475 480 

232 Phe Leu Val Phe Ala Thr He Cys He Thr Gly Ala He Tyr Leu Tyr 

233 485 490 495 

234 Phe Val Leu Pro Glu Thr Lys Asn Arg Thr Tyr Ala Glu He Ser Gin 

235 500 505 510 

236 Ala Phe Ser Lys Arg Asn Lys Ala Tyr Pro Pro Glu Glu Lys He Asp 

237 515 520 525 

238 Ser Ala Val Thr Asp Ala Pro Ala Ser Ser Pro Phe Thr Thr Pro Asn 

239 530 535 540 
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L:20 M:2 
L:21 M:2 
:596 M: 
:606 M: 
:617 M: 
:623 M: 
:627 M: 
:631 M: 
:647 M: 
:649 M: 
:675 M: 
:677 M: 



L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 



20 C: 
20 C: 
246 W 
246 W 
341 W 
341 W 
341 W 
341 W 
341 W 
341 W 
341 W 



341 W 



Keyword misspelled or invalid format, [(A) APPLICATION NUMBER:] 
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Invalid value of Alplia Sequence Header Field, [MOLECULE TYPE:], 
Invalid value of Alplia Sequence Header Field, [MOLECULE TYPE:], 



SeqNo=8 
SeqNo=9 



(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 



^n^ 
^n' 
^n' 
^n^ 
^n^ 
^n' 
^n' 
^n* 



or 
or 
or 
or 
or 
or 
or 
or 



"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 



used, 

used, 

used, 

used, ' 

used, 

used, 

used, 

used. 



for SEQ ID# 
for SEQ ID# 
for SEQ ID# 
for SEQ ID# 
for SEQ ID# 
for SEQ ID# 
for SEQ ID# 
for SEQ ID# 



:10 
:10 
:10 
:10 
:10 
:10 
:10 
:10 
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